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“Aims ) (Abstract ) ( Methodology  Features

* Create a model for iron metabolism that is: Iron plays an important role in many processes of the body, most importantly oxygen transport by red blood cells. The
e Predictive goal of this research is to create a predictive model of whole body iron metabolism for humans. As a first step, a whole xgiccl)ealcet?vrea?re;noiirgjnescsgcrjt
* Compartmental body model of iron homeostasis was created for mice. This model will be used to gain a better understanding of iron Lopes et al. + Lopes et al. between organ compartments
 Able to track all iron in the body metabolism disorders (i.e. anemia and hemochromatosis). The present mouse model was calibrated to data previously Model? Data’ Mice of 3 different diets in
 Simulate a variety of diets and iron metabolism published by the Reich group. All calculations, including parameter estimation, were carried out with the open-source experimental data
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